. GeneIndexer interrogation of RXFP3 'control' interactome. Latent Semantic Indexing (LSI)-based informatic platform GeneIndexer (https://geneindexer.com/) is able to measure the degree of association of biomedical gene symbol identifiers of proteins with input interrogator concept terms through unbiased Cosine Similarity Score analysis. We cross-interrogated the obtained RXFP3 'control' interactome dataset, with the following age-related syntactic concepts ( 
Asthma (A), Tourette syndrome (TS), ADHD, Achondroplasia (AP).
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